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Figure 7 
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CAACTAAAAGTCACAAAAGCCATGGAAAATAGTCTCAGGGATACACATCTGCTC 

TTCAGATTCTGAATTCTGGTCTTGCATGATTTCTTTCACCAGGAGCCAGCAGAG 

CTGTGCTTCCTCGGACTAACAACTTGCCCCTCACTCCCTACCCTCCGGGCACCG 

TCTCCTCTATAAAGTCACCCTCTCAGCTTTTCTTTATCCCCAGAGATGACACAA 

ATACAGAGAACTGTGGCATTTTTATAGCATTTAGGTGAAAGATGTTATAAATTA 

TACAGTTCACCTGAGAGAAAAAATACATGCTAAACCA CECAGTGCCTCACACCT 

GTAATCCCAGCATTTGGGGAGGCCAAAGCGGGAGGATTGCTTCAQCCCAQAGTT 

CAAGATCAGACTGGGCAACACAGTGAGACCTCTTCTCTACAAAAAAAAAAAAAA 

TCAAAAAATG AAGGAGGATCACTTGAGCTCTGGAGGTTGAGGCTGCAATGAGCC 

ATGATTGCACCATTGCACTCTTGCCTGGGTGACAGAGTGAGACCCTGCCTCAAA 

AAAAAAATAAATAAATAAATAGAAAGAAAGAAAGAAAATGAAAGAAGAAAATCC 

ATGTGAATAATCT TATTCTAGCAAATAAGGATGTTAGAATGCAGCATATTAAAA 

TATTACAAAAGTACAATACTATGAAAAAATATGGCACTCAACACAGAGCAGAAT 

GGAAACTAGAATTGAACAGAGGAAAGTATTTTGAACTCCTGAGTGCAGGATAGG 

TTTTTTTCAATAGATGGTATTGGGACAACTATTTGAAACAAAAAAGAAATGTAG 

ATCCACTAAATGAATTGTTCCTGGAATACAGACTTAAATAGATAA 



CAACTAAAAGTCACAAAAGCCATGGAAAATAGTCTCAGGGATACACATCTGCTC 
TTCAGATTCTGAATTCTGGTCTTGCATGATTTCTTTCACCAGGAGCCAGCAGAG 
CTGTGCTTCCTCGGACTAACAACTTGCCCCTCACTCCCTACCCTCCGGGCACCG 

TCTCCTCTATAAAGTCACCCTCTCAGCTTTTCTTTATCCCCAGAGATGACACAA 

ATACAGAGAACTGTGGCATTTTTATAGCATTTAGGTGAAAGATGTTATAAATTA 

TACAGTTCACCTGAGAGAAAAAATACATGCTAAACCA GJNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 

NNNNNNNNNNNNNNNNI?TtSnST]Sn^ 

NCAAAAAATG AmNNNNNNNNNNNNNNNNNNNNNNNNNNNlSrNNlSri^ 

NNimisnsrNmisnsrmNisnsnsnsrNNNNN^ 

NNNNNNNNNNNNN TATTCTAGCAAATAAGGATGTTAGAATGCAGCATATTAAAA 
TATTACAAAAGTACAATACTATGAAAAAATATGGCACTCAAGACAGAGCAGAAT 
GGAAACTAGAATTGAACAGAGGAAAGTATTTTGAACTCCTGAGTGCAGGATAGG 
TTTTTTTCAATAGATGGTATTGGGACAACTATTTGAAACAAAAAAGAAATGTAG 
ATCCACTAAATGAATTGTTCCTGGAATACAGACTTAAATAGATAA 
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